Organization and Scope of the BiomedGT Ontology Project
This document describes the structure and plans for building the BiomedGT Ontology. This document will be updated and posted publicly to ensure that a clear and accurate statement of the aims and working practices of the BiomedGT Project are accessible.

1. Statement of purpose
“The Biomedical Grid Terminology (BiomedGT) project seeks to develop a federated ontology that provides both a set of ‘universal’ terms, i.e. terms applicable across various biological, medical and technological domains, and domain-specific extensions for terms relevant only to a given domain. The purpose of this ontology is to support the consistent semantic annotation of data and construction of metadata in translational biomedical research, regardless of the particular field of study. Accordingly BiomedGT is an application-level ontology.”
Specifically, the BiomedGT project aims to:

1. Develop a federated ontology composed of subject matter domains through collaboration between groups representing a range of biological, clinical  and technological domains.

2. Make BiomedGT interoperable with existing bio-ontologies, both by developing mechanisms to refer to those ontologies and by seeking to avoid overlapping development where suitably mature established resources exist. 

3. Utilize an open source approach for collaborative ontology development and seek to follow established ontological best practices. 

4. Create a valuable resource both for the communities involved in the project and for the biomedical community at large.

The scope of the BiomedGT comprises:

· A set of ‘universal’ descriptors for the components of translational research that can be used regardless of the particular field of study.

· Biological, clinical and technological domain-specific terms to meet the annotation requirements of any given domain, for example the semantic annotations requirements of the caBIG cancer research community.

2. Project groups and their roles
We intend BiomedGT to be suitable for use to annotate translational research regardless of the specific biological, clinical or technological domain being described. Therefore, BiomedGT must meet the needs of both the scientific community in performing data annotation and of informaticians who would like to query across (meta)data. Therefore, BiomedGT will not be tied to any one domain or use case. To achieve these goals three groups will be established:

2(a). Coordination Committee

Roles of the Coordination Committee:

· To address the interests of all communities involved, by including nominated or de facto domain collbaorators, seeking to engage with communities as yet unrepresented and taking account of other interest groups (e.g. commercial).

· To provide coordination in the design, evolution and extension of BiomedGT; both directly, often in collaboration with the Advisory Board, and acting as an executive with respect to meritorious proposals arising from discussion on the BiomedGT forum in the BiomedGT GForge project.

· To discuss general organizational matters such as upkeep of the project’s GForge website
, maintenance of mailing lists, assignment of project tasks, presentations at meetings, and so on.

This committee will convene on a monthly basis through teleconferences; a summary of these meetings will be publicly available. Committee members will be listed on the BiomedGT GForge website. The committee will consist of representatives from major communities that have a strong commitment to this endeavor, plus invited supplementary members. At least one collaborator from each domain undergoing active development in BiomedGT will be a member of the Coordination Committee. Future committee membership will be decided by existing committee members. Committee size will be limited to ensure rapid processing of tasks.

Examples of communities to be represented (not exhaustive); 

· Biomedical imaging, epidemiology, biomedical nanoscience/nanotechnology, proteomics…

· Environmental biology, nutrition, toxicology, clinical research, cancer informatics, …

· Bioinformatics, application development, repository development, ontology research
2(b). Advisory Board

The role of this group is to advise the Coordination Committee. Initially, they will provide feedback on the ‘ground rules’ for BiomedGT development (e.g. the use/avoidance of particular relationships). High-level design decisions such as the structure of the ontology will also be addressed. In general, the role of this group is to consult with the Coordination Committee to ensure that BiomedGT follows ontology design best practice as far as is practical. The membership of this committee will be made public via the website.

2(c). BiomedGT  Working Group

In addition to the two previously described groups, there will be a working group whose concerns will be (1) the development of the general structure of the ontology, (2) designs to allow extensions to that general structure to accommodate the specific needs of different technological and biological domains and (3) the addition of general and domain-specific terms to the ontology. This group’s process and products will be visible through the BiomedGT GForge project (information on which can be found at https://gforge.nci.nih.gov/projects/biomedgt/)  and the NCI EVS project’s web pages  http://ncievs.nci.nih.gov). 
3. Summary

This document has laid out the scope and governing principles for BiomedGT development. It has also characterized the separable roles of the three bodies that will together expedite that development and allow for the collaboration to grow significantly, without progress slowing proportionately. Please refer to https://gforge.nci.nih.gov/projects/biomedgt/ for further information.

� FuGO SourceForge site: http://fugo.sourceforge.net/





