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January 19, 2010 (version 1)

EVS Meeting

January 19, 2010 (Version 1)

Attendees: 
Margaret Haber (phone), Larry Wright, Gilberto Fragoso, Sherri DeCoronado (phone), Laura Roth, Lori Whiteman,  John Bradsher, Rob Wynne, John Park,  Tracy Safran, Nicole Thomas, Bob Dionne (phone), Nicholas Sioutos (phone), Theresa Quinn (phone), Wen-Ling Shaui (phone), Mike Cantwell, Amy Jacobs, Erin Muhlbradt (phone), Brian Carlsen (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Will Garcia (phone), Harold Solbrig (phone), Rachael Shortt, Tania Tudorache (phone)
Attachments: 
Power Point Presentation
Agenda items:

1. Introduction of EVS Technical Writer. Submitted by Larry Wright.

Larry introduced Rachel Shortt new EVS Technical Writer.

2. Brief description of the conclusions from Biomed GT meetings on January 7th and January 12th. Submitted by John Bradsher. 

John presented information and discussed how BGT has been trying to implementing BFO ontology.   Three areas were presented: genetic descriptors (under Molecular Biology Conceptual Entity), Geographical Area, and Occupation or Discipline. See Power Point attachment.  Goal is to break up content, into Thesaurus Nodes/Navigational Nodes, Ontology Nodes, and Common Words. Larry voiced concerns that data that came into Thesaurus might not be properly represented by this method. That some groups of terms come together to be used together, e.g. regions terms for coding, and that splitting them into different parts of the terminology might not be the best approach for end users.  Gilberto noted that in the BGT scheme the intent is to allow the classifier to build the necessary thesaurus/navigational views.  Sherri asked if we are planning to publish the BFO nodes.  Gilberto stated that we would only publish BFO nodes that are directly referenced in BGT.

3. Discussion of the plan to revise the Protégé Editor's Guide. Submitted by John Bradsher.

John reported on the new functionality and changes in Protégé 1.4.1 to utilities, including Batch Load, Batch Edit, and Report Writer, thus requiring an update to the Protégé Editors Guide.  Gilberto said that the editor’s guide needs to be added to Rachel’s queue, as Marylin was not able to work on this before she left the project.  1.4.1-specific functionalities will be documented first in the Confluence Wiki . Laura asked about time frame stating she would like the update to be sooner than later, even if something could be done internally now and polished later, because we have new people starting and this is information they need.  Eventually, Style Guides will need to be updated for both Thesaurus and BGT.

4. Update on MS Word and UTF-8.  Submitted by Gilberto Fragoso. 

Gilberto discussed MS Word and UTF-8 issues in Protégé. Punctuation marks seem to be the biggest problem, things like dashes and quotation marks that are not deemed content.  In addition, things like bold and italics cannot be included. Certain characters are being allowed by Protégé but are being flagged by Alameda’s QA process. Moving  forward, we are looking to capture undesirable characters earlier in the publication process, with a preference towards increasing the functionality in Protégé so it can be caught at that level.  Brian Carlsen has provided links to the tables used by the UMLS to map undesirable characters to their ascii counterparts, for example, smart quotes to regular quotes.

5. Update on Protégé 1.4.2 issues and transition to production. Submitted by Gilberto.

Gilberto gave an Update on Protégé. 1.4.1, and its timeline to production. Things that still need to be done for 1.4.1: Documentation on the wiki. We need to coordinate with the systems group so Citrix gets updated at the same time as Protégé. We are trying to tie this to Prompt.   Larry asked if batch issues were resolved in 1.4.1. Gilberto says batch edit is much better, but that it would still need to be done under guidelines.  It is still a good idea to do batch edits after hours and not while others are editing.  Batch Loads definitely need to be done after hours and weekends. 

For 1.4.2 we are still identifying  the scope for development. Given that this will be our last release for a while, in addition to Gforge items the group is examining “big ticket” items, things that we are very interested in and may have already developed but not fully tested in the production environment.  These may include: 

· Internationalization; 

· By code (rdf:ID is meaningless, Namespace and prefixes external code properties, rdf:id/about should be displayed in nciedittab); 

· Complex Property Format; 

· Configurability; 

· Import large trees (e.g. break NCIt and put it back together); 

· Robustness/QC (validation on batch loads, better error reporting in batch edit/loads, null exceptions); 

· Wiki collaboration (roundtrip, business rules). 

Gilberto requests that other such “big ticket” items be brought to his attention.  Time frame for 1.4.2 is late Spring/early summer. Gforge items may take 4-5 weeks. Still need editor input. Within a couple of weeks the group needs to decide which of these to keep in scope.  Laura indicated that Complex Property Format and Robustness/QC are high priorities and should be in scope.   Bob recommends there be no more new features added because it increases instability.  

6. Web Protégé demo by Tania Tudorache from Stanford. Submitted by Sherri.

Tania Tudorache gave a presentation of Web Protégé. Showing iCAT- a customization of Web Protégé for WHO; the Initial ICD Collaboration Tool done with Mayo collaborators. This is a collaborative effort to edit ICD-11. Slides are available if anyone wants them.
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February 16, 2010 (version 1)

Attendees: 
Margaret Haber, Larry Wright, Gilberto Fragoso, Sherri DeCoronado (phone), Laura Roth (phone), Lori Whiteman,  Liz Hahn-Daytona, John Bradsher, Rob Wynne, John Park,  Tracy Safran, Nicole Thomas, Bob Dionne (phone), Nicholas Sioutos (phone), Theresa Quinn (phone), Wen-Ling Shaui (phone), Mike Cantwell (phone), Amy Jacobs (phone), Erin Muhlbradt (phone), Cynthia Minnery (Phone) Brian Carlsen (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Will Garcia (phone), Dave Yee (phone), Rachael Shortt (phone)
Attachments: 
None
Agenda items:

1. An update regarding the CDISC controlled terminology meeting that Lockheed is hosting in two weeks. Submitted by Erin. 

Erin talked about the CDISC  face to face meeting being hosted at LM Fairfax next week.  Participation is good, nearly half are coming from FDA.  Topics include: Supporting CDISC SEND Laboratory and Microbiology terminology. Development of oncology and devices terminology. Therapeutic area extension of study model that we will host and publish out.  Moving CDISC toward using NCI Codes—now they are using CDISC PTs when submitting to FDA.  The new term site—thanks to Dave Yee, Larry and Gilberto for their help in this area.  And Controlled terminology for CDISC clinical trials questions.  

2. Short updates on RadLex and NPO terminologies.  Submitted by Sherri and Gilberto. 

Sherri gave an update on Radlex— Version 2.01 is on Radlex Website, but points people to 3.0 on the NCBO site for the more extensive file. (Frames format) Daniel Rubin gave us the go ahead to publish 3.02. Working toward getting 3.02 up (for Meta and then Terminology Server).  The old (2.01) version that we currently host has 12,000 terms, the newest version (3.02) has 30,000. Meanwhile we have been adding specialized image quality related Radlex terms to NCIt because caDSR needed them (especially definitions). These are also being put into RadLex. We may retire them from NCIt once we have the appropriate stand alone as long as caDSR doesn’t have an issue with codes. This will be addressed when the time comes. Per Stephanie the Radlex model and data are idiosyncratic.  

Gilberto gave an update on NPO-- Washington University terminology. They are very close to using semantic wiki for updating and feedback and Protégé to support master baseline in production. Gilberto meeting with lead editor this week. .  Currently the NPO data (not the very most recent, which we just received) is available through API but not the production browser right now.  It should be available through the browser when that is released in a few weeks.

Tracy mentions the stand alone for Zebra Fish may need updating. Action Item:  Information should be sent to Tracy regarding Zebra Fish.

3. Update on Protégé.  Submitted by Gilberto.

The release notes for 1.4.1 are on the wiki.  Gilberto reviewed the new features which are summarized there.  Gforge Numbers 2948, 6082, 16121, 21375 were discussed.  21375 impacts batch edit jobs as the format of the complex properties has changed slightly.  Have to have all the pre-existing attribute values for definitions and Full- SYN.  

Two bugs discussed GForge number 23969—batch edits take a long time. A secondary problem popped up because of this fix, namely that more batch jobs were being done which in turn exposed performance problems with the change ontology (ChaO), affecting editing in general.  Performance fixes to deal with the ChaO are mentioned below.  24435-- Filtering inherited restrictions hopefully should be working now.  

1.4.1 Patch Scope Documents—two items have to do with the Change Ontology performance issues exposed by the current batch editor/loader. Three possible performance fixes were identified by Stanford. Two will be in the 1.4.1 patch, the last one will be in 1.4.2. 

Need to test 1.4.1 Patch UAT.  Want to check batch loads and edits. Per Wen-Ling, GUI refresh is slow. When change ontology is large that causes the slow down. Action Item:  Editors to test.

1.4.2 status-- Still being scoped.  General discussion of big ticket items, couple of outliers need to be discussed further.  Big ticket items below.
Internationalization

By code (rdf:ID is meaningless, Namespace and prefixes external code properties, rdf:id/about should be displayed in nciedittab); 

Complex Property Format; 

Configurability; 

Import large trees (e.g. break NCIt and put it back together); 

Robustness/QC (validation on batch loads, better error reporting in batch edit/loads, null exceptions); 

Wiki collaboration (roundtrip, business rules). 

Regarding import of large trees--Per Margaret, if we have use cases then we need to be able to store them.  

4. Discuss publishing Thesaurus in LexGrid XML format, and making this file for download available on the EVS Download Center and public FTP site. Submitted by Rob, Tracy and Gilberto.

Rob discussed that we want to publish Thesaurus and post to available FTP. This would replace Ontylog XML.  Per Larry, we need a XML format so we use LexGrid XML format. Will it satisfy CDRH? CDRH is reviewing.  We are waiting to hear from Eugene.  Action Item: Go ahead with publication in LexGrid.

5. Discussion of the new and retired Semantic Network types and the logistics of implementing them. Submitted by Liz.

Liz asks, do we want to add the new semantic type (Eukaryote) and remove the 3 retired ones (Rickettsia/Chlamydia, Invertebrate, Alga).  Lori suggests Laura weigh in on this before a final decision is made.  Stephanie mentions that UMLS may be making more changes.  Action Item: Lori will bring to Laura’s attention for feedback.

6. What are the plans for getting the ability to search for the filler values of the roles, either in the Lucene query or the report writer?  Submitted by Terry. 

Terry asked is it possible to get a query where we can get the filler values? Gilberto clarified that it was the reporting that was an issue here, the queries can currently be done.  Liz suggested a simple workaround (a single report per query involving a single filler value).  Per Bob the reporting enhancement will be in Protégé 1.4.2.  Can we put the filler values out on the external browser?  This type of report is a feature request but not a current capability in the report writer. 
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Attendees: 
Frank Hartel, Margaret Haber, Larry Wright, Gilberto Fragoso, Sherri DeCoronado, Laura Roth, Lori Whiteman,  Liz Hahn-Daytona, Rob Wynne, John Park, Nicole Thomas, Bob Dionne, Nicholas Sioutos, Theresa Quinn (phone), Mike Cantwell (phone), Amy Jacobs, Erin Muhlbradt, Cynthia Minnery, Brian Carlsen (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Will Garcia (phone), Dave Yee (phone), Rachael Shortt (phone)
Attachments: 
None
Agenda items:

1. Discuss LexEVS vocabulary loader priorities. Submitted by Rob Wynne.

Only one vocabulary can be loaded at a time, and Meta loads typically take 4-5 days, there was discussion as how to best schedule loads to keep data updated regularly. Laura said Thesaurus and Meta should be priorities unless a user is waiting for something.

Mayo is able to load Meta quicker than we can. Action Item: Tracy to follow-up with Mayo about this and Alameda to also look into the matter and put in a feature request.

Rob reports one issue is we are out of disc space. We are working with systems on this. 

2. Discuss the use of GO as a Term Source, and GO Codes as Source Codes. Submitted by John Bradsher.

Liz discussed the item in John’ s absence.  It was suggested that we add GO PT as a SYN in NCIt and GO defs could go in as alt_defs. We would only be putting in a portion of GO not the entire ontology, just what matches in Thesaurus. Larry says this should be documented. Stephanie brought up the fact that GO would then be in both Thesaurus and Meta. After general discussion it was decided for now we will continue to match NCIt and GO concepts and then decide whether to map or add SYNs.

Other:


Nick asked about the problem with the classifier in Protégé.  Per Gilberto, the issue will be addressed in Protégé 1.4.2.  For the time being, the workaround is for Liz or Nicole to restart the explanation server prior to classification.
April 20, 2010 (version 1)
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April 20, 2010 (version 1)
Attendees: 
Margaret Haber, Larry Wright, Gilberto Fragoso, Sherri DeCoronado (phone), Laura Roth, Lori Whiteman,  Liz Hahn-Daytona, Rob Wynne, John Park (phone), Nicole Thomas, Bob Dionne, Theresa Quinn (phone), Mike Cantwell (phone), Amy Jacobs (phone), Erin Muhlbradt (phone), Maya Nair (phone), Cynthia Minnery (phone), Theresa Quinn (phone), Wen-Ling Shaui (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Dave Yee (phone)
Attachments: 
None
Agenda items:

1. Handling of CUI properties for merges and retires, submitted by Liz and Nicole, coupled with the general issue of changes in CUI properties of retired concepts, submitted by Gilberto.   

When a merge causes a surviving concept to have 2 CUIs; should one take precedence over the other and should the other be deleted?  Laura recommends removing both CUIs when merging to keep data clean. Margaret suggests freezing for retired concepts.  General updating of retired concepts:  on updates of the CUI property to synchronize with Meta, retired concepts have been updated as well.  This has caused problems downstream, e.g. during Prompt.  The alternatives were discussed:  eliminate CUIs on retirement and clean up existing retired concepts; update CUIs but with modified procedures so that Prompt is not affected; do not update CUIs and allow downstream APIs to resort to history functions to return replacement concepts.  After discussion it was decided that we will freeze the CUI when retiring, i.e. no updates, and we will keep both CUIS when merging, as this is what has been done historically. Action Items:  Get input from Tun-Tun and Brian about this approach since they were unable to attend the meeting.  Rob, regarding CUI updates to sync with Meta, the CUIs of retired concepts will not be updated.

2. Modification of old_parent property in NCIT. Submitted by Gilberto. This is also related to merges and CUI properties as discussed above and how old parent properties are affected and affect downstream usage. There was a short discussion on updates to the old_parent property itself to current rdf:IDs and to future code values, and we agreed to also freeze the old_parent.

3. BGT Lessons Learned. Submitted by Larry.  

Per Margaret at this point what we want is to survey content and processes that we would want to pull over for Thesaurus.  Include sandbox, offering a wiki, things like that.  Larry—there are three areas we want to look at: 1-Content/Structural Editing; 2-User Participation; 3-Technologies and Mapping. Gilberto mentioned things that were looked at for BGT were, pulling out common words (dictionary entities); ontology entities in a second space, and thesaurus in a third space.  This was done with an emphasis on maintenance needs of data and utilization of DL to populate inferred views for end-users. This may be an area to explore. Liz mentions flat list areas would be worth looking at and organizing some flat areas with an upper level ontology. Laura agrees flat lists should be looked at. It was noted that Wiki isn’t user friendly; search capabilities aren’t great.   

NPO is a BGT user so we need to keep them in mind as we go forward.  Nano publishes every 3 months.  We are one version behind on LEXBIG.  

Other:


Laura asked about Protégé patch update. Gilberto stated the citrix group was updating the different users, there are 28 instances.  Action Item:  John P. to send an email asking for update.
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May, 18 2010 (Version 1)

Attendees: 
Margaret Haber, Larry Wright, Gilberto Fragoso, Sherri De Coronado (phone), Laura Roth (phone), Lori Whiteman,  Liz Hahn-Daytona, Rob Wynne, John Park, Nicole Thomas, John Bradsher (phone), Bob Dionne (phone), Nicholas Sioutos (phone), Theresa Quinn (phone), Mike Cantwell (phone), Amy Jacobs (phone), Erin Muhlbradt (phone), Maya Nair, Cynthia Minnery (phone), Wen-Ling Shaiu (phone),  Brian Carlsen (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Tun Tun Naing (phone), Dave Yee (phone)

Attachments: 
None

Agenda items:

1. Discussion of topics related to application of BGT lessons to NCIT. Submitted by Liz.
Liz did a demonstration of what terms were designated as common words in BGT, so that the group could contemplate use of Wordnet definitions for those terms in NCIT. Wordnet doesn’t publish in OWL so we would have to help with that.  Do we want to use WordNet definitions or link out?  Per Margaret better to choose the definition we need but given the amount of common words in Thesaurus it doesn’t make sense to link out at this time.  Group agreed.

Liz did a demonstration of terms from BFO and BioTop that could be a model for potential headers in NCIT to organize current conceptual entities and objects. Many of the common terms are in flat lists.  We looked at things such as Material Information and Intellectual Product trees to help organize common terms.  Margaret thinks Intellectual Product would we useful and would like to see a proposal to organize those spaces.  The group decided using structured ontologies as a reference or template by picking and choosing things that would be applicable to Thesaurus would be the way to go, instead of adopting a complete ontology.  

Sherri asked if can we reason over biocarta and kegg – yes but we don’t have all the genes.  Could we update biocarta and kegg—we could but not sure it is our top priority. Action Item: Check where we are with updates, and what we currently have.

There was a general discussion of different mid-upper level ontologies that are out there and whether we would want to adopt one. Per Margaret--We need a use case for that kind of modeling.  Per Gilberto we want to choose an ontology that does the “least harm”. Action Item: Liz to come up with a couple of proposals over the next couple months.    

2. Action item follow-up: Input from Brian and Tun Tun regarding UMLS CUIs assigned to NCIt concepts—when a merge causes a surviving concept to have 2 CUIs. How best to handle? Remove both; keep both?

Brian— The question becomes if we want information as accurate as possible or some information but with questionable quality.  Keeping both is better than getting rid of them.  The group decided to continue as we have been-- keeping both CUIs when merging. Refresh of the CUIs should solve the stale one; and we will keep the CUI on retired concepts. It may link to nothing in the browser but that is OK. Question about whether we want to modify the browser to do “something that makes sense” when there is a link to nothing. 
3. PMA data going into Meta. Submitted by Sherri. 

There was much discussion of the situation with PMA data that is being inserted into Meta. The definitions are many, from different sources and with multiple meanings; the codes may not be consistent; the PMA definitions look to be in draft form. PMA wants to use codes to code to grants. Given this, the group decided it is best to help PMA best represent this data. Margaret would like to see it created in Thesaurus as a tagged subset and a Thesaurus editor helping PMA to develop acceptable definitions. The non-PMA definitions that came in with the source will be made non-releasable in Meta.  Action Item: Laura to assign a Thesaurus editor to this work.
4. Larry did a demonstration/update on the new browsers to bring everyone up to speed.  There was discussion of disease inverse relationships. How to review/re-point in accurate ones.  The inverse relationship doesn’t show in Protégé.  Gilberto suggested we change the name from “inverse role relationships” to something to better clarify the role and to tag and describe.  The group thought this was a good idea.
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Attendees:  
Larry Wright, Margaret Haber, Gilberto Fragoso, Sherri De Coronado (phone), Laura Roth (phone), Lori Whiteman,  Liz Hahn-Daytona, Rob Wynne, John Park, Nicole Thomas, John Bradsher, Nicholas Sioutos (phone), Theresa Quinn (phone), Mike Cantwell (phone), Amy Jacobs (phone), Erin Muhlbradt (phone), Maya Nair (phone), Cynthia Minnery (phone), Wen-Ling Shaiu (phone),  Brian Carlsen (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Tun Tun Naing (phone), Tracy Safran, Dave Yee (phone) Jason Lucas, Will Garcia

Attachments: 
DeathJPG.JPG and Pathway Update.docx

Agenda items:

1. Adding a property to distinguish a CDRH term from the other FDA terms. Submitted by Terry. And

2. Issue of what to do with the sub-organizations within the big organizations like the FDA. (See JPG attachment.) Submitted by Terry and Wen-Ling. See above.
We Need PTs for CDRH and there is only one FDA source property. No way to distinguish between FDA sub-organizations. Want to add a sub-source qualifier to allow us to track it. Would like another field called Sub-source Code added to Protégé.  Margaret: We want a solution to handle it programmatically but to keep it from the public eye.  If a sub-source qualifier is created separate from the source (FDA), then it would be OK to show in the browser. 
Starting with Protégé 1.4.2 we will tag it in the Full_SYN dialog box.  But the sub-source won’t show in the FULL_SYN panel.

Question: Will it affect Meme insertion? Sharon is unsure. 
Laura: We want to be alerted when it goes in initially so it can be addressed at that time. 
Action Item: Rob will ask Mayo about it working in report writer. Others can be tagged too—SPL etc. For CDRH we will do a batchload of about 1700 concepts tagging in the Full_Syn box. 
Wen-Ling: we currently have ways of tagging sub-sources, 3 properties and 1 association; we may want to look at other ways of tagging in the future. Laura: we need to be careful about removing properties in case someone is using them. Action Item: Wen-Ling to write up a proposal of how to handle this.

 

 

3. Proposal for updating the Biological Pathway branch. (See attached Word document.) Submitted by Liz. 
NCIt was compared to caBIO. Biocarta and Kegg were looked at. caBIO does not have KEGG. 
See attachment for details.

Questions from attachment: 
Do we want to use and cite the whole descriptions for our definitions? Larry says yes. Larry suggests we do regular updates from CGAP. Sherri suggests we add a “version” or date when it was pulled from CGAP so we know when there is another update. Use a Format Date like the Def Review Date. 
Do we want to add KEGG descriptions as DEF like with Biocarta? Margaret and Larry say yes. Sherri agrees.

Pathway Interaction Database has two code and does not have definitions but do we want to add the terms anyway?  Yes.  Action Item: Liz will talk to Carl about the two codes. 
Reactome per Margaret is useful as a resource but probably not for first line inclusion. Sherri agrees. Action Item: Liz will send out links to Browser Group.
 

4. If and when to insert NPO (nano particle terminology) into Meta. Submitted by Larry.  
Laura:  If you have a data set now, Alameda could start looking at inversion, see if there would be any problems. Then send a current version when it is ready. NPO is updating every 3 month.  Action Item: Gilberto will check about getting the actual data. Alameda can get the info to test from bioportal.bioontology.org

 

5. NICHD pediatric terminology: background, status, future. Submitted by Larry.  
Margaret and Frank had met with Steven Hirschfeld about supporting this work within NIH.  Newborn terminology is completed. Pediatric terminology is next and there is a third.  This will be on-going work.  NICHD is looking for hierarchies. Margaret: we are looking at doing roll-ups like FDA. NICHD also want their own PT. Action Item: Terry to follow up with them to make sure they get what they need.
 

6. Options for partner/user/input/comments. Submitted by Larry. 
We have Wiki, Browser and CDISC suggestions where people can input comments. Larry: We want to start thinking more systematically when people come to us and ask how to put up comments.  Margaret: suggests a statement letting others know they can suggest more than a term. Laura: would like tracking logs for term suggestions. Action Item: Discuss both of these at this in the next browser meeting—look at Term suggestion page see if it can be changed to include/suggest more and talk about mechanisms for tracking.
 

7. Lessons learned from BGT: Use of text rather than concepts for some restriction filler values. Submitted by Liz. 
Using text instead of fillers for example, chromosomal Locations could just be typed in rather than the current way, where we create a concept for each one. Using text will work in Protégé 1.4.2. Group agrees to change from restriction filler value to text at that time.

 

8. Lessons learned from BGT: The conversion of external ID properties from individual ones to a single property where the filler would contain a callout to the external source (i.e. instead of having separate EntrezGene_ID = 12345 and OMIM_Number = 123654 we would have a xref = Entrez:12345 and xref = OMIM:123645). Submitted by Liz. 
This would result in only one property instead of one property per external authority. Laura: Is there any interest in this?  Larry: It is worth exploring. Action item: Liz and others to look at how may ID properties that would fall under this.
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Attendees:  
Larry Wright, Margaret Haber, Gilberto Fragoso, Sherri De Coronado (phone), Laura Roth (phone), Lori Whiteman,  Liz Hahn-Daytona, Rob Wynne, John Park, Nicole Thomas, John Bradsher, Nicholas Sioutos (phone), Theresa Quinn (phone), Mike Cantwell (phone), Amy Jacobs (phone), Erin Muhlbradt (phone), Maya Nair (phone), Cynthia Minnery (phone), Wen-Ling Shaiu (phone),  Brian Carlsen (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Tun Tun Naing (phone), Tracy Safran, Dave Yee (phone) Jason Lucas, Will Garcia

Attachments: 
DeathJPG.JPG and Pathway Update.docx

Agenda items:

9. Adding a property to distinguish a CDRH term from the other FDA terms. Submitted by Terry. And

10. Issue of what to do with the sub-organizations within the big organizations like the FDA. (See JPG attachment.) Submitted by Terry and Wen-Ling. See above.
We Need PTs for CDRH and there is only one FDA source property. No way to distinguish between FDA sub-organizations. Want to add a sub-source qualifier to allow us to track it. Would like another field, called term-subsource, added to Protégé.  Margaret: We want a solution to handle it programmatically but to keep it from the public eye.  If a sub-source qualifier is created separate from the source (FDA), then it would be OK to show in the browser. 
Starting with Protégé 1.4.2 we will tag it in the Full_SYN dialog box.  But the sub-source won’t show in the FULL_SYN panel.

Question: Will it affect Meme insertion? Sharon is unsure. 
Laura: We want to be alerted when it goes in initially so it can be addressed at that time. 
Action Item: Rob will ask Mayo about it working in LexEVS API. Others can be tagged too—SPL etc. For CDRH we will do a batchload of about 1700 concepts tagging in the Full_Syn box. 
Wen-Ling: we currently have ways of tagging sub-sources, 3 properties and 1 association; we may want to look at other ways of tagging in the future. Laura: we need to be careful about removing properties in case someone is using them. Action Item: Wen-Ling to write up a proposal of how to handle this.

 

 

11. Proposal for updating the Biological Pathway branch. (See attached Word document.) Submitted by Liz. 
NCIt was compared to caBIO. Biocarta and Kegg were looked at. caBIO does not have KEGG. 
See attachment for details.

Questions from attachment: 
Do we want to use and cite the whole descriptions for our definitions? Larry says yes. Larry suggests we do regular updates from CGAP. Sherri suggests we add a “version” or date when it was pulled from CGAP so we know when there is another update. Use a Format Date like the Def Review Date. 
Do we want to add KEGG descriptions as DEF like with Biocarta? Margaret and Larry say yes. Sherri agrees.

Pathway Interaction Database has two code and does not have definitions but do we want to add the terms anyway?  Yes.  Action Item: Liz will talk to Carl about the two codes. 
Reactome per Margaret is useful as a resource but probably not for first line inclusion. Sherri agrees. Action Item: Liz will send out links to Browser Group.
 

12. If and when to insert NPO (nano particle terminology) into Meta. Submitted by Larry.  
Laura:  If you have a data set now, Alameda could start looking at inversion, see if there would be any problems. Then send a current version when it is ready. NPO is updating every 3 month.  Action Item: Gilberto will check about getting the actual data. Alameda can get the info to test from bioportal.bioontology.org

 

13. NICHD pediatric terminology: background, status, future. Submitted by Larry.  
Margaret and Frank had met with Steven Hirschfeld about supporting this work within NIH.  Newborn terminology is completed. Pediatric terminology is next and there is a third.  This will be on-going work.  NICHD is looking for hierarchies. Margaret: we are looking at doing roll-ups like FDA. NICHD also want their own PT. Action Item: Terry to follow up with them to make sure they get what they need.
 

14. Options for partner/user/input/comments. Submitted by Larry. 
We have Wiki, Browser and CDISC suggestions where people can input comments. Larry: We want to start thinking more systematically when people come to us and ask how to put up comments.  Margaret: suggests a statement letting others know they can suggest more than a term. Laura: would like tracking logs for term suggestions. Action Item: Discuss both of these at this in the next browser meeting—look at Term suggestion page see if it can be changed to include/suggest more and talk about mechanisms for tracking.
 

15. Lessons learned from BGT: Use of text rather than concepts for some restriction filler values. Submitted by Liz. 
Using text instead of fillers for example, chromosomal Locations could just be typed in rather than the current way, where we create a concept for each one. Using text will work in Protégé 1.4.2. Group agrees to change from restriction filler value to text at that time.

 

16. Lessons learned from BGT: The conversion of external ID properties from individual ones to a single property where the filler would contain a callout to the external source (i.e. instead of having separate EntrezGene_ID = 12345 and OMIM_Number = 123654 we would have a xref = Entrez:12345 and xref = OMIM:123645). Submitted by Liz. 
This would result in only one property instead of one property per external authority. Laura: Is there any interest in this?  Larry: It is worth exploring. Action item: Liz and others to look at how may ID properties that would fall under this.
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Attendees:  
Larry Wright, Margaret Haber, Gilberto Fragoso (phone), Sherri De Coronado (phone), Laura Roth, Lori Whiteman,  Liz Hahn-Daytona,  John Park, Nicole Thomas, Nicholas Sioutos (phone), Theresa Quinn (phone), Mike Cantwell (phone), Amy Jacobs (phone), Erin Muhlbradt (phone), Maya Nair (phone), Wen-Ling Shaiu (phone),  Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Tun Tun Naing (phone), Tracy Safran, Dave Yee (phone) Jason Lucas, Will Garcia, Steve Hunter (phone), Bob Dionne (phone) Rhonda Facile (phone)

Attachments: 
Source IDs file.
Agenda items:

1. Discussion of roles from TDE to Protege. Submitted by Nick. 
Disease roles “all” transferred in Protégé as “all” (displayed as “only”).  Several months ago, “all” vs “some” modeling issues were discussed and we concluded to create roles with “some” moving forward.  The legacy “all” roles have not been dealt with yet, and consequently we have a mixture of “all” and “some” roles, and this isn’t what we want.  Nick asks, Can we change all the “all/only” roles to “some”?  Liz and Nicole--Yes, with a batch edit to add and delete.  Gilberto—we can change all the “all” roles to “some” programmatically, but there might be a few that need to be reverted to “all” and this would need to be done manually.  On the other hand, most of the “all” roles are better suited for “some”.  Action Item: Rob and Tracy—will do a search and replace on the OWL file to change the roles when we migrate to 1.4.2. Bob suggests if we put in place on the editor tab add an All restriction it will add a Some.  This is open for further discussion down the road. Laura says keep a copy of 1.4.1 before we move to 1.4.2 and we will have the data.

2. Quick overview of header changes.  Submitted by Terry and Liz. 
Terry—Bridg needs to be added as a contributing source. CDRH will be a subset association only for editors to pull data for reports. Action Item: Tracy, Rob and Terry to discuss if this needs to be in LEXEVS to run reports off of report writer.  Also Check with Rob that QA step has been added to check the string.  NCPDP does not want any published attributes.  Liz- Kegg and Biocarta were added as def source  and a PID property added.

3. Suggest adding "zebrafish" to the nci/pt of zebrafish concepts (e.g. Singapore -> Singapore Zebrafish), and adjusting the definitions accordingly. Submitted by Gilberto.
Gilberto--  Zebrafish PTs need to be appended with “Zebrafish”.  Example: AB—should be “AB Zebrafish”. Action Item: Liz to append these and check definitions, NCI definition to be written if necessary.
4. Protege 1.4.2 update. Submitted by Gilberto.
Gilberto— The version currently in QA seems to behave well when we have multiple users.  In the tests run so far, we are not seeing much of a performance decrease when comparing multiple editors in QA to a few editors in the current production version.  Jason--Deployment is planned for Sept 7. Final UAT will be mid August.  The editors are being added to performance editing testing at 3 PM today.

5. Protege production DB migration. Submitted by Gilberto.
Gilberto—A) The systems group has wanted us to migrate the NCIt vocabulary to a remote database for a number of years but we hadn’t done it because of performance reasons.  B) In the recent performance woes in production we have noticed a large memory consumption which could be alleviated if the vocabulary was migrated to a remote database.  Primarily because of “B”, we have retested remote vs local database performance.  In the latest round of testing, when comparing local and remote databases, a number of things have been tested and the remote DB seems to be performing as well and more consistent than the local DB.  Some operations like exporting OWL file and inferred file were similar, and things like batch load /batch edit jobs ran better with remote DB.  John P. discussed the tests that were run and the outcome. Two tests were run on each to check for consistency. Remote DB is actually more consistent.  The editing database was migrated to a remote, common tier, database on 7/19 following the weekly Prompt.  Action Item: If editors notice any performance issues let Gilberto know.

6. Discuss the number of outside source identifier properties we have and whether we can start dealing with these using one or two dbxref-type properties. Submitted by Liz.
Liz—there are 34 properties in Protégé GUI. She checked to see if these properties link to a website source like to Browser and are still being used. Margaret-- may want to circulate a list and see what are currently used and/or needed. “Maps to Lash” and “Related Lash” might be candidates for removal. Some are not published but we still need them.  Terry—would like Image Link saved. Laura—look into why concepts were retired. Wen-Ling --NDRFT codes may not be stable this is another candidate for removal. Action Item: Liz to send list to Lori. Lori to distribute to group.  Larry--CTEP has the IND code but they do not want it published only we see it internally. It is a valuable link to trial agents.  Should be kept but codes should not be published.

7. Discuss creating linkage between organisms and disease. Submitted by Tracy and Larry.
Larry we haven’t had role relationships that link disease and organisms.  Nick—The issue was raised to link neoplasms to genes and parasites about 8 years ago it was decided not do it. Nick created a tree of Infection Related Neoplasm to get around this, as well as a Molecular Abnormality tree.  Nick-If you want to create a role we need to know what sub-type of a particular disease you want to link to the organism.  Tracy—looks like it is a pre-coordinated term vs. a post-coordination issue.  Action Item: Larry to look at Infection Related Neoplasm tree.  Group agrees the Gene relationship is more important.   Margaret would like to see a group meet and create a proposal for linking neoplasms and genes.  Action Item: Larry will coordinate with Nick, Liz and Nicole.

8. NPO update.  Submitted by Gilberto. 
Sharon and Nels are working on a conversion of NPO into a relational format. We expect the TREF file to be ready the middle of August.  From that point it will be a couple of months to get the file into Meta.  This will be discussed further on the Meta call.

August 17, 2010 (version 1)  - No meeting held.
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Attendees:  
Larry Wright, Margaret Haber, Gilberto Fragoso, Sherri De Coronado (phone), Laura Roth, Lori Whiteman,  Liz Hahn-Daytona,  John Park, Nicole Thomas, Rob Wynne, Jim Oberthaler, Nicholas Sioutos (phone), Theresa Quinn (phone), Mike Cantwell (phone), Erin Muhlbradt (phone), Maya Nair (phone), Wen-Ling Shaiu (phone),  Cynthia Minnery (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Tun Tun Naing (phone), Brian Carlsen (phone) Tracy Safran, Dave Yee (phone) Jason Lucas, Will Garcia (phone), Bob Dionne (phone), Rhonda Facile (phone), Kim Ong (phone)

Attachments: 

Agenda items:

1. Follow-up on changing of All roles to Some. Submitted by Nick.

Gilberto gave an update on changing All roles to Some. The database rebuild will change these roles. This will happen next week. 
Larry raised the issue of modeling as a number of existing items would not be resolved by this change, leading to a general discussion of how this may be an issue down the road that will require more consideration and further action.  Action item: Larry to schedule a meeting to discuss further.

2. Update on the SI V2 and caGRID 2.0 Roadmap activity statuses. Submitted by Sherri.

Sherri talked about the two roadmap activities and the need for writing RFPs which will be covered by ARRA funds. Ken Buetow would like input and Charlie Mead is leading this up. Comments on the wiki are welcomed and encouraged.  Website was shown and how to provide input. There is also a PDF file. Action Item:  Group to look at sections that may be relevant and send in comments. Submit use cases in general terms of how to meet user requirements and operations.  Stakeholders page also needs to be looked at and added to. Per Margaret, when sending comments to Charlie Mead as instructed on website, be sure to cc ncithesaurus@mail.nih.gov subject line should read SI v2. This way we can track EVS relevant issues. 
Here are the links to the wiki:

https://wiki.nci.nih.gov/display/CBIITtech/caGrid+2.0+Roadmap+Process+for+Community+Input
https://wiki.nci.nih.gov/display/CBIITseminfra/Semantic+Infrastructure+2.0+Roadmap+Process+for+Community+Input
3. EVS future directions and priorities. Submitted by Larry.  

Larry suggests as a group we need to start looking at both SI v2 and EVS planning process.  There was a question about the future of Metadata and caDSR. The idea is v2 would replace this. General discussion and comments about this topic. Role of HL7 RIM was also discussed. 
There was a separate question about MD Anderson extending LexBig 5.0.  Action Item: Gilberto/Sherri to follow up with Mike Rubin on this matter.
4. caBIG Meeting as it relates to EVS. Comments open to group.

 Liz—Take away point caBIG wants CBIIT to provide services. EVS does this.  Larry wants group to look at how we can make EVS services more readily available and REST interface and triple stores. Groups need terminology and don’t know they can contact us. How can we better publicize this?  Example: notice/link “Contact us for your terminology needs”.  Action Item: Group to think about this. 

5. Protégé training and deployment. Submitted by Gilberto. 

Protégé deployment next week.  Will be synchronized with prompt on Monday and finish Tuesday afternoon. Training next week on Tuesday 10:30-12 then 1-3:30. Outline will be sent out by Gilberto.  Gforge items will be covered, new functionalities and old functionalities like report writer. Spreadsheet was sent out by Gilberto.  Gforge items in bold will be covered.  If Editors see something in spreadsheet you want to talk about let Gilberto know.  
Liz brought up for discussion the format of the subsource in full-syn properties.  It can be an enumeration or free text.  The advantage of an enumeration is that there are no typos so queries can find specific items.  The disadvantage is that new subsources would require a config change in the citrix environment.  Laura suggests we do it free text and set up a monthly QA before prompt.  Batchloads need to be QA’d for this data to be sure all is correct. 
6. NCPDP—new value needed for new source full syns. Submitted by Terry.

 NCPDP needs info published sooner than later. Because of deployment of Protégé 1.4.2, we don’t want to tax the Citrix group.  Instead, we will use the prompt from two weeks out—Oct. 4th. The issue is resolved.

October 12, 2010 (version 1)
EVS Meeting

October 12, 2010 (Version 1)

Attendees:  
Larry Wright, Margaret Haber, Gilberto Fragoso, Sherri De Coronado (phone), Laura Roth, Lori Whiteman,  Liz Hahn-Dantona,  John Park, Nicole Thomas, Rob Wynne, Jim Oberthaler (phone), Nicholas Sioutos (phone), Theresa Quinn (phone), Mike Cantwell (phone), Erin Muhlbradt (phone), Maya Nair (phone), Wen-Ling Shaiu (phone),  Cynthia Minnery (phone), Stephanie Lipow (phone), Sharon Quan (phone), Joanne Wong (phone), Tun Tun Naing (phone), Brian Carlsen (phone), Dave Yee (phone) Jason Lucas, Will Garcia (phone), Bob Dionne (phone), Steve Hunter (phone), Kim Ong (phone)

Attachments: 
Classification and Batch Guidelines (see Attachments section)
Agenda items:

1.  New guidelines for classification and batch edit/batch load for the new release of Protégé. Submitted by Liz.

Classification and batch guidelines were emailed out by Liz. Positive feedback received from editors.  A few take away points: No batch during classification; Workflow Manager needs to do classification after prompt.  Terry will do the classifier every day at 6 AM; Run time 3-5 PM for requesting editor to do a classification Wednesday through Friday. Be aware of schedule, emails will not be sent out every time. See attachments for details and keep as a reference.

2.  Capabilities of the NCIWorkflow tab. Submitted by Liz.

General discussion about the workflow tab and if it is needed. No one seems to use it. Large jobs are usually batched in. It affects performance so if no one needs it then we won’t use it for now. Action item: Gilberto to schedule Centra showing NCI workflow tab and its uses before it is unplugged.

3.  Presentation of web protégé. Submitted by Sherri/Bob.

Bob gave a PPT presentation on Web protégé and possibility of using it at NCI. Bob described motivation/goals, development, design, and features for editing.  There would be no classifier, no prompt, no batch/load/edit, no reporter. Liz led a general discussion about not having these features.  Laura’s hope was to replace protégé with web protégé if it would be a good replacement but it doesn’t look like a viable option without the needed features. It would take a lot of resources to develop these things on web based protégé. Seems a better use of resources is to enhance the Protégé we have. Vast major of data that makes its way into Thesaurus comes via Subject Matter Experts working directly with us with using spreadsheets and us putting the data in. Bottom line from Laura it doesn’t make sense to use web protégé for NCI staff if it does not have the things we need such as classifier, prompt, batch load/edit and reporter. Margaret agrees with this. We want one tool. And the best tool would be one that could take spreadsheet and batch them. Action Item: NCI Staff will discuss further to decide whether to pursue beta version for external collaboration.
4.  Proposal to link master files on download center. Submitted by Rob.

Due to time and other constraints this item will be discussed and resolved via email.

5.  Update on the Program Review and data call for BSA review of caBIG program. Submitted by Sherri.

Sherri gave a recap on the Program review. BSA caBIG program review is a larger follow up to the presentation that Ken made for Dr. Varmus and the NCAB in September.  Accordingly, we (EVS) updated information we had sent in earlier, and Sherri worked with VCDE and VKC to provide additional relevant materials.  Materials to be turned in to BSA group (which includes 4 BSA members and 4 external parties, including David Litman from NCBI; the BSA group report to Dr. Varmus due by end of Calendar year.
Program Review materials can be found at the link below for anybody interested.

https://wiki.nci.nih.gov/pages/viewpageattachments.action?pageId=31719858&sortBy=date
November 16, 2010 (version 1) – No meeting held.
December 21, 2010 (version 1) – No meeting held.
Attachments
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Pathway Update Proposal (for June 15 minutes)

Part 1. Biocarta and KEGG

So far, human pathways only, I assume we want to maintain this policy. We can change it in the future, if we would like to include other species.

Biocarta

Currently, NCIt has a Biocarta FS that matches their title, a Biocarta_ID that matches their name/ID and a DEFINTION that is pulled directly from the Biocarta textual description. According to CGAP, there are 11 human pathways from Biocarta that we currently don’t have. So I propose to add these as we did before. The issue is descriptions, current and future. In the past, we had to confine DEFINTION length so our DEFINTIONs for Biocarta terms were quoted directly but occasionally partially. Do we want to/are we able to take the whole description in new concepts? If no, what are our constraints? If yes, do we want to change the old concepts? (I vote No.) The matching revealed about 6 current concepts where the DEF does not match the concept, these were fixed immediately.

(Biocarta currently has 325 human pathways, CGAP has 315, their website has no file downloads but we could probably get the data for the 10 CGAP is missing. Do we want to include them as well?)

KEGG

Currently NCIt has a FS that is the same as the KEGG Name and a KEGG_ID that matches the KEGG ENTRY/ID property. KEGG had no textual descriptions when the NCIt concepts were curated so our concepts that map to KEGG have no DEFINITIONs. KEGG can be downloaded from the source, according to the KEGG data they have 125 human pathways that we are lacking as of May 2010. caBIO doesn’t have access to KEGG but CGAP does. I propose to add these in the same format as before. When we first curated the KEGG concepts none of them had descriptions, currently some of them do. Do we want to add these descriptions as DEFs (like we did with Biocarta), where they are available to new and old KEGG concepts?

Part 2. Newer Pathway Databases

Pathway Interaction Database (PID)

This database is a collaborative effort of NCI and Nature to curate human pathway maps, there are no textual descriptions. As of May 2010, this database has 196 pathways; we can curate them in a manner similar to what we used for Biocarta and KEGG but no DEF would be available. Additionally, we would need to add the PID as a term-source and possibly a PID_ID as a property. They have a numerical code, an alphanumeric ID and a title. The title would be the PID FS but would the numerical code be the source code or the PID_ID or would the alphanumeric ID be the PID_ID? I propose inclusion of this data.

Reactome (information from the website http://www.reactome.org/ )

REACTOME is a free, online, open-source, curated pathway database encompassing many areas of human biology. Information is authored by expert biological researchers, maintained by the Reactome editorial staff and cross-referenced to a wide range of standard biological databases. 

  The Pathway Topic List provides a list of pathway topics currently represented in Reactome (for a more complete list of pathways contained in Reactome, see the TOC). A full description of each pathway (or pathway sub-event) is provided by individual Event Pages. A description of individual molecules and complexes is provided on separate pages that link out from the Event pages. 

caBIO does not have the Reactome descriptions. They have 1003 reactome pathways that they update This is not quite up to date, the Reactome site says it is updated quarterly but this year they have done monthly updates.

Reactome statistics and example source data. The pathway used has an example below has a short description, some of the descriptions resemble journal paper abstracts.
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I believe that the size and dynamics of the reactome database make this source a poor candidate for inclusion into NCIt.

Part 3. Data updates

I recommend going to the source data site for updates at least on a yearly basis, biyearly would be feasible. (Unless we want to include Reactome data or non-human pathways.)

	Property 
	number of concepts
	source url available in current term browser
	
	
	

	Biocarta_ID
	304
	y
	
	
	

	CAS_Registry
	10285
	y
	
	
	

	CTRM_ID
	286
	doesn't appear to be published
	Candidate for removal
	
	

	DC_Anatomy
	56
	doesn't appear to be published
	Candidate for removal
	
	

	EntrezGene_ID
	>2000
	y
	
	
	

	FDA_Table
	1800
	n
	
	
	

	FDA_UNII_Code
	>10900
	n
	
	
	

	GenBank_Accession_Number
	2364
	y
	
	
	

	GO_Annotation
	1320
	complex because of evidence codes
	
	
	

	ICD-0-3
	996
	n
	
	
	

	IMT_Code
	0
	?
	Candidate for removal
	
	

	Image_Link
	4 retired
	?
	
	
	

	IND_Code
	519
	doesn't appear to be published
	keep DO NOT publish
	
	

	INFOODS
	203
	n
	
	
	

	KEGG_ID
	124+
	y
	
	
	

	Locus_ID
	21 retired
	n 
	Candidate for removal Obsolete because of EntrezGene_ID
	
	

	MGI_Accession_ID
	154
	n some may be out of date
	
	
	

	miRBase_ID
	142
	y
	
	
	

	Mitelman_Code
	67
	n
	
	
	

	NCBI_Taxon_ID
	556
	y
	
	
	

	NCI_META_CUI
	>11000
	y
	
	
	

	NDFRT_Code
	>200
	n
	Candidate for removal
	
	NDFRT_Name may be candidate

	NSC_Code
	1817
	y
	
	
	

	OID
	7
	n
	
	
	

	OMIM_Number
	>6200
	y
	
	
	

	PDQ_Open_Trial_Search_ID
	>2700
	y
	
	
	

	PDQ_Closed_Trial_Search_ID
	>2700
	y
	
	
	

	PID_ID
	0
	
	New property
	
	

	PubMedID_Primary_Reference
	270
	y
	
	
	

	SNP_ID
	>20
	y
	
	
	

	Swiss_Prot
	just <2000
	y
	
	
	

	UMLS_CUI
	>64500
	y
	
	
	

	USDA_ID
	134
	n
	
	
	

	
	
	
	
	
	

	Maps_To_LASH
	357
	n
	Ask Carl Schaffer
	
	

	Related_Lash_Concept
	35
	n
	Ask Carl Schaffer
	
	

	Related_MedDRA_Code
	1
	n
	
	
	


Classification guidelines and schedule – Attachment to October 12, 2010 meeting.

Guidelines

The workflow managers will need to run the classifier after the prompt and baseline procedure to have a base classification and because the first classification after starting the servers can take longer to run. Additionally, the classifier should be run each morning before 10 am to keep the changes volume down and so a recent classifier suggestion list would be available to the editors every day. Terry has volunteered to run the classifier every morning between 6 and 7 am. This would just be a single run, if there are inconsistencies found, the workflow managers and domain editors (if applicable) for the affected concepts should be notified. I think we should also keep one of the noon workflow manager classification runs to have a check on other potential modeling issues. Other runs of the classifier should follow the run-time classification guidelines.

Run-time classification should probably be restricted in timing. If someone wants to check their modeling they could do it between 3 and 5 pm on Wednesday, Thursday or Friday. They would have to send an email in advance so they could alert the other editors to the possibility that the classifier could be run 2 or 3 times in the hour after the start time to account for modeling fixes and double checking. Also, if there are other editors interested in seeing the results of the classification, they would know when it was being run. The editor that is checking their modeling should restrict themselves to an hour from their advertised start time to remodel concepts and rerun the classifier. Using these guidelines, editors would not be able to run the classifier at will but they could potentially have access later in the week but not so late that they couldn’t deal with issues before the end of the week. Again, if there are inconsistent classes found the workflow managers and domain editors (if applicable) for the affected classes should be notified.  
Schedule

Monday after Prompt before editing is open (Workflow Manager)

Tuesday - Friday between 6 and 7 am (Terry). If Terry is unavailable, this will change.

Thursday noon (Workflow Manager)

Run-time between 3 and 5 pm, Wednesday through Friday, by request only (requesting editor)

Notes (all times listed are Eastern Time) 
IMPORTANT- Two editors should not run the classifier at the same time.

Regularly scheduled runs will not be announced, so be aware of the schedule.

Special requests for run-time classification will always be announced and will be restricted to one hour from the start of the requested time. 

If there are inconsistencies found, the workflow managers and domain editors (if applicable) for the affected concepts should be notified. Otherwise notification of other potential issues may only occur after classification runs by the Workflow Manager.

Normal editing does not need to stop during classification (Tuesday - Friday); however, there could be a few minutes where saving actions will freeze until the classifier has finished. 

Batch files are prohibited during classification.

Batch Edit/Load guidelines

No batch files should be run at the same time a classification is run. So if Terry is going to run the classifier between 6 and 7 am in the morning Tuesday-Friday, then batches need to be finished by 6 am Eastern Time. If someone requests a runtime classification on Wednesday, Thursday, or Friday afternoon, batches would have to be run after that time.

For the most part, we should run batches after 5 pm with prior notification of a batch file run. However, running a batch load of less than 50 concepts or a batch edit of less than 200 concepts should not impact general editing and will be allowed during normal work hours, an email announcement is required before the batch run. If emergencies come up and a larger batch needs to be run to get into the publication baseline during working hours, we will deal with those on a case by case basis.
IMPORTANT - Notification is required for all batch runs. Batch file runs cannot overlap with classification.
The Prompt process is considerably slowed down when a single editor does batch editing that touches a lot of concepts. I would recommend that editors try to limit their total batching to <3000 concepts/week/editor, unless they have a special circumstance. (Multiple edits to one concept can be counted as one.) Please let the Workflow Managers (Nicole and Liz) know well in advance of special circumstances that require >3000 concepts edited.

Notes (all times listed are Eastern Time)

No batch files are to be run if there is a classification scheduled or run-time classification has been requested.

All large batches (>50 loads or >200 edits) should be run after 5 pm and must finish by 6 am.

Notification is required for ALL batch file runs.

Special circumstances where more than 3000 concepts/week need to be edited must be discussed with Workflow Managers. 

Special note on batch file sizes. 
I recommend keeping each batch load file under 300 concepts and each batch edit file to around 1000 concepts. The editor can run multiple batch files in one session after working hours. These recommendations for file sizes are meant to assist with troubleshooting and to minimize the impact of unforeseen issues (i.e. someone is running a file of 3000 batch edits or 1000 or more loads and the power goes down or some internet connection is lost, then that editor has to screen a large file for where the stoppage occurred) and are not meant to limit the volume in a single session. I would recommend, if you are running multiple files, that you logout between every other or every third file for the same reasons. 
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